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Table S2: Significant fold-changes (False discovery rate  ≤ 0.05) of gene expression in response to srtA  gene deletion 
Gene ID Gene name Function fold change
lp_0076 fusA1 elongation factor G -100
lp_0077 lp_0077 unknown -19
lp_0078 lp_0078 transport protein -10
lp_0080 lp_0080 acetyltransferase, GNAT family (putative) -13
lp_0915 lp_0915 phage protein 82
lp_1196 lp_1196 integrase/recombinase -23
lp_1197 cps2A
polysaccharide biosynthesis protein, chain length regulator 
(putative) 62
lp_1198 cps2B polysaccharide biosynthesis protein; regulator 22
lp_1199 cps2C polysaccharide biosynthesis protein; phosphatase (putative) 23
lp_1200 cps2D UDP N-acetyl glucosamine 4-epimerase, NAD dependent 12
lp_1201 cps2E priming glycosyltransferase 16
lp_1202 cps2F glycosyltransferase 13
lp_1203 cps2G polysaccharide biosynthesis protein 10
lp_1204 cps2H polysaccharide polymerase 12
lp_1205 cps2I oligosaccharide  transporter (flippase) 6
lp_1206 cps2J Glycosyltransferase 3
lp_1207 cps2K polysaccharide biosynthesis protein (putative) 3
lp_1386 lp_1386 cation efflux protein (putative) -2
lp_3444 lp_3444 transcription regulator, Crp family 3
lp_3634 lp_3634 alpha-1,2-mannosidase (putative) 7
